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CORRECTION Open Access
Correction to: dengue virus causes changes
of MicroRNA-genes regulatory network
revealing potential targets for antiviral
drugs

Mohamed Shahen1,2,3†, Zihu Guo1,2†, Akhtar Hussain Shar1,2†, Reham Ebaid4, Qin Tao1,2, Wenjuan Zhang1,2,
Ziyin Wu1,2, Yaofei Bai1,2, Yingxue Fu1,2, Chunli Zheng1,2, He Wang1, Piar Ali Shar1,2, Jianling Liu5,
Zhenzhong Wang6, Wei Xiao6* and Yonghua Wang1,2*
Correction
After publication of the article [1], it has been brought to
our attention that an author’s name was spelt incorrectly
in the original published article. Yonghua Wang was
previously spelt “Yonghua Wan”. This has now been
corrected in the revised version of the article.
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